NC r '.: Sequence Viewer 



http://\vww.ncbi.nIm.nih.gov:^ 




I A rCC0ATCCCOSO*^C&* @^AXTaTATAGC r.^,>... ; <; ; 

:a£^gac^^acgcK^cacK^cttac ta*c caatTH &Mk^fHH!^ a 




□ 1: AY034074. Homo sapiens RNas...[gi: 19774219] 
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AY034074 H83 bp mRNA linear PRI 28-MAR-2002\ 

Homo sapiens RNase P protein subunit p25 mRNA, complete cds 
AY034074 

AY034074.1 GI:19774219 

Homo sapiens. 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
1 (bases 1 to 1183) 

Guerrier-Takada,C. , Eder,P.S., Gopalan,V. and Altman,S. 
Purification and characterization of Rpp25, an RNA-binding protein 
subunit of human ribonuclease P 
RN A 8 ( 3 ) , 
21998191 



290-295 (2002) 



12003489 

2 (bases 1 to 1183) 
Guerrier-Takada , C . 
Direct Submission 

Submitted (08- MAY -2001) MCDB , Yale University, 266 Whitney Avenue, 
New Haven, CT 06511, USA 

Location/Qualifiers 
1. . 1183 
/organism= M Homo sapiens" 
/db_xref = " taxon : 9606 " 
CDS 31. .630 

/note="Rpp25 M 
/codon_start=l 

/product= "RNase P protein subunit p25" 
/protein_id= " AAK54443 . 1 " 
/db_xref = "GI : 19774220" 

/ translat ion= "MENFRKVRSEEAPAGCGAEGGGPGSGPFADLAPGAVHMRVKEGS 
KIRNLMAFATASMAQPATRAIVFSGCGRATTKTVTCAEILKRRLAGLHQVTRLRYRSV 
REVWQSLPPGPTQGQTPGEPAASLSVLKNVPGLAILLSKDALDPRQPGYQPPNPHPGP 
SSPPAAPASKRSLGEPAAGEGSAKRSQPEPGVADEDQTA" 

BASE COUNT 234 a 399 c 355 q 195 t 

ORIGIN 

1 caaagccggc ggtcccggcg acgacggcgc atggagaact teegtaaggt gcgctccgaa 
61 gaggegecag eggggtgegg ggccgaggga ggcggcccgg gctccggccc cttcgcagac 
121 ctggcgccgg gcgcggtgca catgegggtc aaggaaggca gcaagatccg gaacctgatg 
181 gccttcgcca ccgccagcat ggcgcagcca gccacgcgcg ccatcgtctt cagcggctgc 
241 ggccgggcca ccaccaaaac cgtcacgtgc gccgagatcc tcaagcgccg cctggcgggc 
301 ctgcaccagg tcacgcggct gcgctaccgg agegtacgeg aggtgtggca gagcctcccg 
361 cctgggccca egcagggtea gacgcctggc gagccggccg ctagtctcag cgtacttaag 
421 aacgtgcccg gcctcgccat cctactttcc aaggacgege tggatccgcg acagcccggc 
481 taccagcccc cgaatcccca tcctggtccc tcgtccccgc cagccgcgcc agegtccaag 
541 aggagectag gggaacccgc agctggagaa ggctccgcga agegatcgea acccgagcca 
601 ggggttgcgg acgaggatca gaeggectga aactccggac tgtgggccac ctagtccggc 
661 aggatcttcc gccagcgcct ccaccttcag atgtacctcc agcctttcac tcctcggtcc 
721 tccggagccc acaacctgga cacagctcct caagacaggt agcatggacc ttaaggegae 
781 aagagagggg ccccaggagt ggcaggagag gatccccgac caccctaggg aaacttcgtg 
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841 egataattge tgettatgee cgtgttgcgt gaagacaegg aacttcacct tttctgggac 

901 cttctttggg ggagaatggt ggacagtggg attctggaaa cttgtttggg acccccaagg 

961 gttaaageca cccagcattc acgaagagca cctgaagtat ggaagctgac tttctagttt 

1021 tctttcccct gcttcagagg agcatctctg agggttctag ctcttttaac accccttttc 

1081 cccctgctgg cccagaggga gacccaggac tgaactctcc aggcctcctc ccctgagccc 

1141 tgcagctggc tggagtcttg cttccaataa aacaagcaca aaa 
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